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AET -5 resistance to pink bollworm is being transferred into
various nectariless, okra leaf versions of breeding stocks and
cultivars and include the following: DES 24, DES 24 semi smoothleaf (Sm3), DES 56, Deltapine 712, Deltapine 712
Smoothleaf (Sm2), Deltapine 733, Deltapine NSL, Stoneville 825N,
Stoneville 8701N, and Stoneville 8737N.
Two new sources of antibiosis to pink bollworm, T- 39B -2 -L
and T- 39C -1 -L, are being transferred into DES 24 nectariless,
okra leaf; DES 24 nectariless semi- smoothleaf, okra leaf; DES 56
nectariless, okra leaf; and Stoneville 825 nectariless, okra
leaf.

The nectariless -okra leaf combination is being transferred
into a range of backgrounds, including DES 24, DES 56; Deltapine
62, 120, 712, 733, and NSL; Stoneville 825, 8701, 8737; and 720314 -104.

In 1983, 32 advanced -generation backcross progenies were
tested for pink bollworm resistance; donor parent was AET -5 and
recurrent parents were 24 -8ne, DES 24 neSm3, and DES 56ne. One of
the 17 24 -8ne progenies was saved for future testing (27.3% seed
damage vs. 44.8% for 24 -8ne), while four of the 14 DES 56ne
progenies were saved (14.6 to 19.8% seed damage vs. 36.5% for DES
56ne). The single DES 24 neSm3 progeny was not saved. No progeny
had significantly lower seed damage than AET -5 (25.2 %). Plants
that were selected were cut back and moved into the greenhouse
for winter crosses.

LIMAGE ANALYSIS OF OPEN -BUD (OB) AND YELLOW PETAL (Y2)
J. E. Endrizzi, Professor of Plant Sciences, U. of A.
Earlier tests had shown that the ob Y2 markers were located
on chromosome 18 of the D subgenome. In 1981 it was established
by telosomic analysis that the ob locus is located in the short
arm and Y2 is located in the long arm of chromosome 18.
Testcross analysis in 1982 with the monotelodisomic for 18S
and 18L revealed that the ob locus is 3.4 + 2.7 map units from
the centromere and that the Y2 locus is 8 + 1.4 map units from
the centromere. The additive data of the two monotelodisomics
analysis indicated that the ob Y2 loci, which span the
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